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SEQ ID NO: 16 
LENGTH: 72 9 
TYPE: PRT 

O RGANISM; Artificial Sequence 

IATUFE : 

OTHER INFORMATION: Description of Art 
protein MTB72F (Ral2-TbH9-Ra35 or MTB32-MTB39 
fusion) 
SEQUENCE: 16 



if- 1 ' 1 

Does Not Comply 
Oomsctsd Diskette Needed 



955 


Met 


His 


His 


His 


His 


His 


His 


Thr 


Ala 


Ala 


Ser 


Asp 


Asn 


Phe 


Gin 


Leu 


956 


1 








5 










10 










15 




958 


Ser 


Gin 


Gly 


Gly 


Gin 


Gly 


Phe 


Ala 


He 


Pro 


He 


Gly 


Gin 


Ala 


Met 


Ala 


959 








20 










25 










30 






961 


He 


Ala 


Gly 


Gin 


He 


Arg 


Ser 


Gly 


Gly 


Gly 


Ser 


Pro 


Thr 


Val 


His 


lie 


962 






35 










40 










45 








964 


Gly 


Pro 


Thr 


Ala 


Phe 


Leu 


Gly 


Leu 


Gly 


Val 


Val 


Asp 


Asn 


Asn 


Gly 


Asn 


965 




50 










55 










60 










967 


Gly 


Ala 


Arg 


Val 


Gin 


Arg 


Val 


Val 


Gly 


Ser 


Ala 


Pro 


Ala 


Ala 


Ser 


Leu 


968 


65 










70 










75 










80 


970 


Gly 


He 


Ser 


Thr 


Gly 


Asp 


Val 


He 


Thr 


Ala 


Val 


Asp 


Gly 


Ala 


Pro 


He 


971 










85 










90 










95 




973 


Asn 


Ser 


Ala 


Thr 


Ala 


Met 


Ala 


Asp 


Ala 


Leu 


Asn 


Gly 


His 


His 


Pro 


Gly 


974 








100 










105 










110 






976 


Asp 


Val 


He 


Ser 


Val 


Thr 


Trp 


Gin 


Thr 


Lys 


Ser' 


Gly 


Gly 


Thr 


Arg 


Thr 


977 






115 










120 










125 









ificial Sequence : tri-fusion . V 



file://C:\CRF4\Outhold\VsrI886349.htm 



10/8/03 



Page 2 of 10 



RAW SEQUENCE LISTING DATE: 10/08/2003 

PATENT APPLICATION: US/09/886,349 TIME: 14:26:04 

Input Set : A:\-90-7.app 

Output Set: N:\CRF4\10082003\l886349.raw 



O "7 O 

979 


Gly 


Asn 


Val 


Thr 


Leu 


Ala 


Glu 


Gly 


Pro 


Pro 


Ala 


Glu 


Phe 


Met 


Val 


Asp 


nor* 

9oU 




1 Ju 










IOC 

loo 










14 0 










982 


Pne 


Gly 


Ala 


Leu 


Pro 


Pro 


Glu 


lie 


Asn 


Ser 


Ala 


Arg 


Met 


Tyr . 


Ala 


Gly 


n o i 


14 0 










150 










155 










160 


985 


Pro 


Gly 


Ser 


Ala 


Ser 


Leu 


Val 


Ala 


Ala . 


Ala 


Gin 


Met 


Trp 


Asp 


Ser 


Val 


986 










165 










170 










175 




988 


Ala 


Ser . 


Asp 


Leu 


Phe 


Ser 


Ala 


Ala 


Ser . 


Ala 


Phe 


Gin 


Ser 


Val 


Val 


Trp 


989 








180 










185 










190 






991 


Gly 


Leu 


Thr 


Val 


Gly 


Ser 


Trp 


lie 


Gly 


Ser 


Ser 


Ala 


Gly 


Leu 


Met 


Val 


992 






195 










200 










205 








994 . 


Ala 


Ala 


Ala 


Ser 


Pro 


Tyr 


Val 


Ala 


Trp ; 


Met 


Ser 


Val 


Thr . 


Ala 


Gly • 


Gin 


995 




210 










215 










220 










997 . 


Ala 


Glu 


Leu 


Thr 


Ala 


Ala 


Gin 


Val 


Arg 


Val 


Ala 


Ala 


Ala , 


Ala 


Tyr 


Glu 


998 


225 










230 










235 










240 


1000 


Thr 


Ala 


Tyr 


Gly 


Leu 


Thr 


Val 


Pro 


Pro 


Pro 


Val 


lie 


Ala 


Glu 


Asn 


Arg 


1001 










245 










250 










255 




1003 


Ala 


Glu 


Leu 


Met 


lie 


Leu 


lie 


Ala 


Thr 


Asn 


Leu 


Leu 


Gly 


Gin 


Asn 


Thr 


1004 








260 










265 










270 






1006 


Pro 


Ala 


lie 


Ala 


Val 


Asn 


Glu 


Ala 


Glu 


Tyr 


Gly 


Glu 


Met 


Trp 


Ala 


Gin 


1007 






275 










280 










285 








1009 


Asp 


Ala 


Ala 


Ala 


Met 


Phe 


Gly 


Tyr 


Ala 


Ala 


Ala 


Thr 


Ala 


Thr 


Ala 


Thr 


1010 




290 










295 










300 










1012 


Ala 


Thr 


Leu 


Leu 


Pro 


Phe 


Glu 


Glu 


Ala 


Pro 


Glu 


Met 


Thr 


Ser 


Ala 


Gly 


1013 


305 










310 










315 










320 


1015 


Gly 


Leu 


Leu 


Glu 


Gin 


Ala 


Ala 


Ala 


Val 


Glu 


Glu 


Ala 


Ser 


Asp 


Thr 


Ala 


1016 










325 










330 










335 




1018 


Ala 


Ala 


Asn 


Gin 


Leu 


Met 


Asn 


Asn 


Val 


Pro 


Gin 


Ala 


Leu 


Gin 


Gin 


Leu 


1019 








340 










345 










350 






1021 


Ala 


Gin 


Pro 


Thr 


Gin 


Gly 


Thr 


Thr 


Pro 


Ser 


Ser 


Lys 


Leu 


Gly 


Gly 


Leu 


1022 






355 










360 










365 








1024 


Trp 


Lys 


Thr 


Val 


Ser 


Pro 


His 


Arg 


Ser 


Pro 


lie 


Ser 


Asn 


Met 


Val 


Ser 


1025 




370 










375 










380 










1027 


Met 


Ala 


Asn 


Asn 


His 


Met 


Ser 


Met 


Thr 


Asn 


Ser 


Gly 


Val 


Ser 


Met 


Thr 


1028 


385 










390 










395 










400 


1030 


Asn 


Thr 


Leu 


Ser 


Ser 


Met 


Leu 


Lys 


Gly 


Phe 


Ala 


Pro 


Ala 


Ala 


Ala 


Arg 


1U Jl 










405 










410 










415 




1033 


Gin 


Ala 


Val 


Gin 


Thr 


Ala 


Ala 


Gin 


Asn 


Gly 


Val 


Arg 


Ala 


Met 


Ser 


Ser 


-LU Jfl 








H z u 










/IOC, 
















1036 


Leu 


Gly 


Ser 


Ser 


Leu 


Gly 


Ser 


Ser 


Gly 


Leu 


Gly 


Gly 


Gly 


Val 


Ala 


Ala 


1037 






435 










440 










445 








1039 


Asn 


Leu 


Gly 


Arg 


Ala 


Ala 


Ser 


Val 


Gly 


Ser 


Leu 


Ser 


Val 


Pro 


Gin 


Ala 


1040 




450 










455 










460 










1042 


Trp 


Ala 


Ala 


Ala 


Asn 


Gin 


Ala 


Val 


Thr 


Pro 


Ala 


Ala 


Arg 


Ala 


Leu 


Pro 


1043 


4 65 










4 7.0 










475 










480 


1045 


Leu 


Thr 


Ser 


Leu 


Thr 


Ser 


Ala 


Ala 


Glu 


Arg 


Gly 


Pro 


Gly 


Gin 


Met 


Leu 


1046 










485 










490 










495 




1048 


Gly 


Gly 


Leu 


Pro 


Val 


Gly 


Gin 


Met 


Gly 


Ala 


Arg 


Ala 


Gly 


Gly 


Gly 


Leu 


1049 








500 










505 










510 






1051 


Ser 


Gly 


Val 


Leu 


Arg 


Val 


Pro 


Pro 


Arg 


Pro 


Tyr 


Val 


Met 


Pro 


His 


Ser 



file://C:\CRF4\Outhold\VsrI886349.htm 



10/8/03 



Page 3 of 10 



RAW SEQUENCE LISTING DATE : 10/08/2003 

PATENT APPLICATION: US/09/886,349 TIME: 14:26:04 

Input Set : A:\-90-7.app 

Output Set: N:\CRF4\10082003\l886349.raw 









DID 










con 

oz u 










ROC, 






1UD4 


Pro 


Aia 


ax a 


biy 


Asp 


lie 


7\ 1 -i 

Ala 


Pro 


Pro 


7\ 1 -! 

Ala 


Leu 


O -v~ 

ber 


bin 


Asp 


Arg Phe 


i rice 
lUDD 




jjU 










c o c 










D4 U 








1 OCT 

105 / 


Ala 


Asp 


Pne 


Pro 


TV 1 

Ala 


Leu 


Pro 


Leu 


Asp 


Pro 


Ser 


Ala 


Met 


Val 


Ala Gin 


lOoo 


54 D 










a c n 
DdU 










c c. c 
DDD 








560 


1060 


Val 


Gly 


Pro 


Gin 


Val 


Val 


Asn 


He 


Asn 


Thr 


Lys 


Leu 


Gly 


Tyr 


Asn Asn 


lUol 










C £Z C 

DDD 










D / U 










C T C 

5 /D 


1063 


Ala 


Val 


Gly 


Ala 


Gly 


Thr 


Gly 


He 


Val 


He 


Asp 


Pro 


Asn 


Gly 


Val Val 


1064 








580 










585 










590 




1066 


Leu 


Thr 


Asn 


Asn 


His 


Val 


He 


Ala 


Gly 


Ala 


Thr 


Asp 


He 


Asn 


Ala Phe 


1067 






595 










600 










605 






1069 


Ser 


Val 


Gly 


Ser 


Gly 


Gin 


Thr 


Tyr 


Gly 


Val 


Asp 


Val 


Val 


Gly 


Tyr Asp 


1070 




610 










615 










620 








1072 


Arg 


Thr 


Gin 


Asp 


Val 


Ala 


Val 


Leu 


Gin 


Leu 


Arg 


Gly 


Ala 


Gly 


Gly Leu 


1073 


625 










630 










635 








640 


1075 


Pro 


Ser 


Ala 


Ala 


He 


Gly 


Gly 


Gly 


Val 


Ala 


Val 


Gly 


Glu 


Pro 


Val Val 


1076 










645 










650 










655 


1078 


Ala 


Met 


Gly 


Asn 


Ser 


Gly 


Gly 


Gin 


Gly 


Gly 


Thr 


Pro 


Arg 


Ala 


Val Pro 


1079 








660 










.665 










670 




1081 


Gly 


Arg 


Val 


Val 


Ala 


Leu 


Gly 


Gin 


Thr 


Val 


Gin 


Ala 


Ser 


Asp 


Ser Leu 


1082 






675 










680 










685 






1084 


Thr 


Gly 


Ala 


Glu 


Glu 


Thr 


Leu 


Asn 


Gly 


Leu 


He 


Gin 


Phe 


Asp 


Ala Ala 


1085 




690 










695 










700 








1087 


He 


Gin 


Pro 


Gly 


Asp 


Ser 


Gly 


Gly 


Pro 


Val 


Val 


Asn 


Gly 


Leu 


Gly Gin 


1088 


705 










710 










715 








720 


1090 


Val 


Val 


Gly 


Met 


Asn 


Thr 


Ala 


Ala 


Ser 














1091 










725 























1460 <210> SEQ ID NO: 20 

1461 <211> LENGTH: 596 

1462 <212> TYPE: PRT 

14 63 ORGANISM: Artificial Sequence 

W— > 1464 (^220y FEATURE: L^MM^ 

1464 <223> OTHER INFORMATION: Description of Artificial Sequence : bi-fusion 

14 65 protein TbH9-Ra35 (designated MTB59F) 

^Wj> 1467 <400> SEQUENCE: 20 

' ^ 1468 His Met His His His His His His Met Val Asp Phe Gly Ala Leu Pro 
1469 1 5 10 15 

1471 Pro Glu He Asn Ser Ala Arg Met Tyr Ala Gly Pro Gly Ser Ala Ser 

1472 20 25 30 

14 74 Leu Val Ala Ala Ala Gin Met Trp Asp Ser Val Ala Ser Asp Leu Phe 
• 1475 35 40 45 

1477 Ser Ala Ala Ser Ala Phe Gin Ser Val Val Trp Gly Leu Thr Val Gly 

1478 50 55 60 

1480 Ser Trp He Gly Ser Ser Ala Gly Leu Met Val Ala Ala Ala Ser Pro 

1481 65 70 75 80 

1483 Tyr Val Ala Trp Met Ser Val Thr Ala Gly Gin Ala Glu Leu Thr Ala 

1484 85 90 95 

1486 Ala Gin Val Arg Val Ala Ala Ala Ala Tyr Glu Thr Ala Tyr Gly Leu 

1487 100 105 110 
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His 


Asp 


Pro 
10 


Val 


Asp 


Ala 


Val 


He 
15 


Asn 




2673 


Thr 


Thr 


Cys 


Asn 


Tyr 


Gly 


Gin 


Val 


Val 


Ala 


Ala 


Leu 


Asn 


Ala 


Thr 


Asp 




2674 








20 










25 










30 








2676 


Pro 


Gly 


Ala 


Ala 


Ala 


Gin 


Phe 


Asn 


Ala 


Ser 


Pro 


Val 


Ala 


Gin 


Ser 


Tyr 




2677 






35 










40 










45 










2679 


Leu 


Arg 


Asn 


Phe 


Leu 


Ala 


Ala 


Pro 


Pro 


Pro 


Gin 


Arg 


Ala 


Ala 


Met 


Ala 




2680 




50 










55 










60 












2682 


Ala 


Gin 


Leu 


Gin 


Ala 


Val 


Pro 


Gly 


Ala 


Ala 


Gin 


Tyr 


He 


Gly 


Leu 


Val 




2683 


65 










70 










75 










80 




2685 


Glu 


Ser 


Val 


Ala 


Gly 


Ser 


Cys 


Asn 


Asn 


Tyr 


Glu 


Leu 


Met 


Thr 


He 


Asn 




2686 










85 










90 










95 






2688 


Tyr 


Gin 


Phe 


Gly 


Asp 


Val 


Asp 


Ala 


His 


Gly 


Ala 


Met 


lie 


Arg 


Ala 


Gin 




2689 








100 










105 










110 








2691 


Ala 


Ala 


Ser 


Leu 


Glu 


Ala 


Glu 


His 


Gin 


Ala 


He 


Val 


Arg 


Asp 


Val 


Leu 




2692 






115 










120 










125 










2694 


Ala 


Ala 


Gly 


Asp 


Phe 


Trp 


Gly 


Gly 


Ala 


Gly 


Ser 


Val 


Ala 


Cys 


Gin 


Glu 




2695 




130 










135 










140 












2697 


Phe 


He 


Thr 


Gin 


Leu 


Gly 


Arg 


Asn 


Phe 


Gin 


Val 


He 


Tyr 


Glu 


Gin 


Ala 




2698 


145 










150 










155 










160 




2700 


Asn 


Ala 


His 


Gly 


Gin 


Lys 


Val 


Gin 


Ala 


Ala 


Gly 


Asn 


Asn 


Met 


Ala 


Gin 




2701 










165 










170 










175 






2703 


Thr 


Asp 


Ser 


Ala 


Val 


Gly 


Ser 


Ser 


Trp 


Ala 


Thr 


Ser 


Met 


Ser 


Leu 


Leu 




2704 








180 










185 










190 








2706 


Asp 


Ala 


His 


He 


Pro 


Gin 


Leu 


Val 


Ala 


Ser 


Gin 


Ser 


Ala 


Phe 


Ala 


Ala 




2707 






195 










200 










205 










2709 


Lys 


Ala 


Gly 


Leu 


Met 


Arg 


His 


Thr 


He 


Gly 


Gin 


Ala 


Glu 


Gin 


Ala 


Ala 




2710 




210 










215 










220 
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2712 


Met 


Ser 


Ala 


Gin 


Ala 


Phe 


His 


Gin 


Gly 


Glu 


Ser 


Ser 


Ala 


Ala 


Phe 


Gin 


2713 


225 










230 










235 










240 


2715 


Ala 


Ala 


His 


Ala 


Arg 


Phe 


Val 


Ala 


Ala 


Ala 


Ala 


Lys 


Val 


Asn 


Thr 


Leu 


z / lb 










245 










o c n 










o c c 

Zoo 




2718 


Leu 


Asp 


Val 


Ala 


Gin 


Ala 


Asn 


Leu 


Gly 


Glu 


Ala 


Ala 


Gly 


Thr 


Tyr 


Val 


2719 








260 










265 










270 






2721 


Ala 


Ala 


Asp 


Ala 


Ala 


Ala 


Ala 


Ser 


Thr 


Tyr 


Thr 


Gly 


Phe 


Asp 


He 


His 


2722 






275 










280 










285 








2724 


His 


Thr 


Gly 


Gly Arg 


Ser 


Ser 


Arg 


Ser 


Gly 


Cys 












2725 




290 










295 




















2926 


<210> SEQ ID NO: 


: 49 
























2927 


<211> LENGTH: 710 
























2928 


<212> TYPE: 


PRT 


























2929 


<213> ORGANISM: 


Artificial J 


Sequence 
















W — > 2930 


<220> FEATURE J/^Ul^Jf 




















2930 


<223> OTHER 


INFORMATION 


: Description of 


Artificial Sequence : 


: tet: 


2931 




protein DPV-MTI-MSL-MTCC#2 (designated MTb71F) 








®fC-> 2933 


<400> SEQUENCE: 


49 
























2934 


His 


Met 


His 


His 


His 


His 


His 


His 


Asp 


Pro 


Val 


Asp 


Ala 


Val 


He 


Asn 


2935 


1 








5 










10 










15 




2937 


Thr 


Thr 


Cys 


Asn 


Tyr 


Gly 


Gin 


Val 


Val 


Ala 


Ala 


Leu 


Asn 


Ala 


Thr 


Asp 


2938 








20 










25 










30 






2940 


Pro 


Gly 


Ala 


Ala 


Ala 


Gin 


Phe 


Asn 


Ala 


Ser 


Pro 


Val 


Ala 


Gin 


Ser 


Tyr 


2941 






35 










40 










45 








2943 


Leu 


Arg 


Asn 


Phe 


Leu 


Ala 


Ala 


Pro 


Pro 


Pro 


Gin 


Arg 


Ala 


Ala 


Met 


Ala 


2944 




50 










55 










60 










2946 


Ala 


Gin 


Leu 


Gin 


Ala 


Val 


Pro 


Gly 


Ala 


Ala 


Gin 


Tyr 


He 


Gly 


Leu 


Val 


2947 


65 










70 










75 










80 


2949 


Glu 


Ser 


Val 


Ala 


Gly 


Ser 


Cys 


Asn 


Asn 


Tyr 


Glu 


Leu 


Met 


Thr 


He 


Asn 


2950 










85 










90 










95 




2952 


Tyr 


Gin 


Phe 


Gly 


Asp 


Val 


Asp 


Ala 


His 


Gly 


Ala 


Met 


He 


Arg 


Ala 


Gin 


2953 








100 










105 










110 






2955 


Ala 


Ala 


Ser 


Leu 


Glu 


Ala 


Glu 


His 


Gin 


Ala 


He 


Val 


Arg 


Asp 


Val 


Leu 


2956 






115 










120 










125 








2958 


Ala 


Ala 


Gly 


Asp 


Phe 


Trp 


Gly 


Gly 


Ala 


Gly 


Ser 


Val 


Ala 


Cys 


Gin 


Glu 


2959 




130 










135 










140 










2961 


Phe 


He 


Thr 


Gin 


Leu 


Gly 


Arg 


Asn 


Phe 


Gin 


Val 


He 


Tyr 


Glu 


Gin 


Ala 




145 










150 










155 










160 


2964 


Asn 


Ala 


His 


Gly 


Gin 


Lys 


Val 


Gin 


Ala 


Ala 


Gly 


Asn 


Asn 


Met 


Ala 


Gin 


2965 










165 










170 










175 




2967 


Thr 


Asp 


Ser 


Ala 


Val 


Gly 


Ser 


Ser 


Trp 


Ala 


Thr 


Ser 


Met 


Ser 


Leu 


Leu 


2968 








180 










185 










190 






2970 


Asp 


Ala 


His 


He 


Pro 


Gin 


Leu 


Val 


Ala 


Ser 


Gin 


Ser 


Ala 


Phe 


Ala 


Ala 


2971 






195 










200 










205 








2973 


Lys 


Ala 


Gly 


Leu 


Met 


Arg 


His 


Thr 


He 


Gly 


Gin 


Ala 


Glu 


Gin 


Ala 


Ala 


2974 




210 










215 










220 










2976 


Met 


Ser 


Ala 


Gin 


Ala 


Phe 


His 


Gin 


Gly 


Glu 


Ser 


Ser 


Ala 


Ala 


Phe 


Gin 


2977 


225 










230 










235 










240 


2979 


Ala 


Ala 


His 


Ala 


Arg 


Phe 


Val 


Ala 


Ala 


Ala 


Ala 


Lys 


Val 


Asn 


Thr 


Leu 




Use of n and/or Xaa has been detected in the Sequence Listing. 
Review the Sequence Listing to insure a corresponding 
explanation is presented in the <220> to <223> fields of 
each sequence using n or Xaa. 
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2980 










245 










OCA 

250 










o c c 

255 




O o o 

2982 


Leu 


Asp 


Val 


Ala 


Gin 


Ala 


Asn 


Leu 


Gly 


Glu 


Ala 


Ala 


Gly 


Thr 


Tyr 


Val 


2983 








260 










265 










270 






2985 


Ala 


Ala 


Asp 


Ala 


Ala 


Ala 


Ala 


Ser 


Thr 


Tyr 


Thr 


Gly 


Phe 


Asp 


lie 


Met 


2986 






275 










280 










285 








2988 


Asp 


Phe 


Gly 


Leu 


Leu 


Pro 


Pro 


Glu 


Val 


Asn 


Ser 


Ser 


Arg 


Met 


Tyr 


Ser 


2989 




290 










295 










300 










2991 


Gly 


Pro 


Gly 


Pro 


Glu 


Ser 


Met 


Leu 


Ala 


Ala 


Ala 


Ala 


Ala 


Trp 


Asp 


Gly 


2992 


305 










310 










315 










320 


2994 


Val 


Ala 


Ala 


Glu 


Leu 


Thr 


Ser 


Ala 


Ala 


Val 


Ser 


Tyr 


Gly 


Ser 


Val 


Val 


2995 










325 










330 










• 335 




2997 


Ser 


Thr 


Leu 


lie 


Val 


Glu 


Pro 


Trp 


Met 


Gly 


Pro 


Ala 


Ala 


Ala 


Ala 


Met 


2998 








340 










345 










350 






3000 


Ala 


Ala 


Ala 


Ala 


Thr 


Pro 


Tyr 


Val 


Gly 


Trp 


Leu 


Ala 


Ala 


Thr 


Ala 


Ala 


3001 






355 










360 










365 








3003 


Leu 


Ala 


Lys 


Glu 


Thr 


Ala 


Thr 


Gin 


Ala 


Arg 


Ala 


Ala 


Ala 


Glu 


Ala 


Phe 


3004 




370 










375 










380 










3006 


Gly 


Thr 


Ala 


Phe 


Ala 


Met 


Thr 


Val 


Pro 


Pro 


Ser 


Leu 


Val 


Ala 


Ala 


Asn 


3007 


385 










390 










395 










400 


3009 


Arg 


Ser 


Arg 


Leu 


Met 


Ser 


Leu 


Val 


Ala 


Ala 


Asn 


He 


Leu 


Gly 


Gin 


Asn 


3010 










405 










410 










415 




3012 


Ser 


Ala 


Ala 


lie 


Ala 


Ala 


Thr 


Gin 


Ala 


Glu 


Tyr 


Ala 


Glu 


Met 


Trp 


Ala 


3013 








420 










425 










430. 






3015 


Gin 


Asp 


Ala 


Ala 


Val 


Met 


Tyr 


Ser 


Tyr 


Glu 


Gly 


Ala 


Ser 


Ala 


Ala 


Ala 


3016 






435 










440 










445 








3018 


Ser 


Ala 


Leu 


Pro 


Pro 


Phe 


Thr 


Pro 


Pro 


Val 


Gin 


Gly 


Thr 


Gly 


Pro 


Ala 


3019 




450 










455 










460 










3021 


Gly 


Pro 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Thr 


Gin 


Ala 


Ala 


Gly 


Ala 


Gly 


Ala 


3022 


465 










470 










475 










480 


3024 


Val 


Ala 


Asp 


Ala 


Gin 


Ala 


Thr 


Leu 


Ala 


Gin 


Leu 


Pro 


Pro 


Gly 


He 


Leu 


3025 










485 










490 










495 




3027 


Ser 


Asp 


lie 


Leu 


Ser 


Ala 


Leu 


Ala 


Ala 


Asn 


Ala 


Asp 


Pro 


Leu 


Thr 


Ser 


3028 








500 










505 










510 






3030 


Gly 


Leu 


Leu 


Gly 


lie 


Ala 


Ser 


Thr 


Leu 


Asn 


Pro 


Gin 


Val 


Gly 


Ser 


Ala 


3031 






515 










520 










525 








3033 


Gin 


Pro 


lie 


Val 


lie 


Pro 


Thr 


Pro 


He 


Gly 


Glu 


Leu 


Asp 


Val 


He 


Ala 


3034 




530 










535 










540 










3036 


Leu 


Tyr 


lie 


Ala 


Ser 


lie 


Ala 


Thr 


Gly 


Ser 


He 


Ala 


Leu 


Ala 


He 


Thr 


3037 


545 










550 










555 










560 


3039 


Asn 


Thr 


Ala 


Arg 


Pro 


Trp 


His 


He 


Gly 


Leu 


Tyr 


Gly 


Asn 


Ala 


Gly 


Gly 


3040 










565 










570 










575 




3042 


Leu 


Gly 


Pro 


Thr 


Gin 


Gly 


His 


Pro 


Leu 


Ser 


Ser 


Ala 


Thr 


Asp 


Glu 


Pro 


3043 








580 










585 










590 






3045 


Glu 


Pro 


His 


Trp 


Gly 


Pro 


Phe 


Gly 


Gly 


Ala 


Ala 


Pro 


Val 


Ser 


Ala 


Gly 


3046 






595 










600 










605 








3048 


Val 


Gly 


His 


Ala 


Ala 


Leu 


Val 


Gly 


Ala 


Leu 


Ser 


Val 


Pro 


His 


Ser 


Trp 


3049 




610 










615 










620 










3051 


Thr 


Thr 


Ala 


Ala 


Pro 


Glu 


He 


Gin 


Leu 


Ala 


Val 


Gin 


Ala 


Thr 


Pro 


Thr 


3052 


625 










630 










635 










640 
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3054 Phe Ser Ser Ser Ala Gly Ala Asp Pro Thr Ala Leu Asn Gly Met Pro 

3055 645 650 655 

3057 Ala Gly Leu Leu Ser Gly Met Ala Leu Ala Ser Leu Ala Ala Arg Gly 

3058 660 665 670 

3060 Thr Thr Gly Gly Gly Gly Thr Arg Ser Gly Thr Ser Thr Asp Gly Gin 

3061 675 680 685 

3063 Glu Asp Gly Arg Lys Pro Pro Val Val Val He Arg Glu Gin Pro Pro 

3064 690 695 700 

3066 Pro Gly Asn Pro Pro Arg 

3067 705 710 
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L:63 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:1 after pos.:1440 
M: 341 -Repeated in SeqNo=l 



L:506 M:341 W 
L:570 M:341 W 
L:755 M:341 W 



(46) "n" or "Xaa" used, for SEQ ID#:11 after pos.:720 
(46) "n" or "Xaa" used, for SEQ ID#:12 after pos.:240 
(46) "n" or "Xaa" used, for SEQ ID#:15 after pos . : 0 
M:341 Repeated in SeqNo=15 

L:941 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 15 

L:950 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:16 

L:954 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:16 

L:1464 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:20 

L:1467 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:20 

L:1704 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:25 after pos.:480 

M:341 Repeated in SeqNo=25 

(46) "n" or "Xaa" used, for SEQ ID#:26 after pos.:60 
(46) "n" or "Xaa" used, for SEQ ID#:36 after pos.:360 
(46) "n" or "Xaa" used, for SEQ ID#:42 after pos.:300 
M:341 Repeated in SeqNo=42 

L:2474 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:43 after pos.:48 
M:341 Repeated in SeqNo-43 

L:2657 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 46 
L:2666 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:47 
L:2669 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:47 
L:2930 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:49 
L:2933 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:49 



L:1743 M:341 W 
L:2164 M:341 W 
L:2442 M:341 W 
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